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Investigation on occurrence of potato virus disease in Hunan province
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Abstract To clear the quality of seed potato tubers and the occurrence of major virus diseases in Hunan province,
155 potato samples from Changsha, Yiyang, Xiangtan and Lilin potato production areas from 2019 to 2020 were
screened for six major potato viruses, including Potato virus X (PVX), Potato virus Y (PVY), Potato virus M
(PVMD) , Potato virus S (PVS), Potato virus A (PVA), Potato leaf roll virus (PLRV) by reverse transcription
polymerase chain reaction (RT-PCR) and double antibody sandwich enzyme-linked immunosorbent assay (DAS-ELISA).
The results showed that six potato virus occurred in different degrees in Hunan province. The proportion of single and
two kinds of virus infection was the highest, followed by three kinds of virus infection, while there were very few plants
infected with 4—5 kinds of virus diseases. In autumn potatoes. the detection rate of PVY reached 29. 41% . those rates
of PVS and PVA were 27. 94%, while those of PVM, PVX and PLRV were 20. 59%, 19 12% and 17. 65%.
respectively. In winter potatoes. the detection rate of PVX was the highest (31. 03%) . followed by PLRV (25 29%),
while those of PVS, PVM, PVA and PVY were 19, 54%, 16, 09%, 10. 34% and 5 75%, respectively. In conclusion,

in recent years, the occurrence of potato virus diseases in Hunan province has been on the rise, especially PVX and PVY
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are the most serious, and the mixed infection is increasing. Affected by weather and provenance, the situation of virus

infection in autumn potato is more serious than that in winter potato.
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Fig. 1 Typical symptoms of potato viral diseases in Hunan province
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Table 2 Mixed potato virus infection in autumn and PVM PVS R
winter potatoes in Hunan province 16, 09% 19, 54% , PVA
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Table 3 Comparison of six potato virus infections in

autumn and winter potatoes in Hunan province
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Fig.2 RT-PCR detection results of partial potato samples in Hunan province
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Table 4 Test results of eight samples by DAS-ELISA and RT-PCR
PVX PVY PVM PVA PVS PLRV
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1 = = n E = = — — + + — —
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6 + — + + — — — — — — + +
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1) 4 R .
“~+7” indicates that the virus has been detected, and “—7" indicates that the virus has not been detected.
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